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Ultrafast qualitative screening of mitragynine, MDMA, and THC in complex matrices by green technology direct probe ionization mass spectrometry
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Table 1. Screening results of 14 real case samples. Identification was performed based on five MRM transitions for DPIMS and

(AMS), which allows samples to be investigated in open air and often with limited sample : _
comparison to in-house mass spectral database for GC/MS.

preparation, has been reported. Shimadzu’s AMS technology, Direct Probe lonization
Mass Spectrometry (DPIMS), was utilized to develop fast (1 min) and accurate screening
for mitragynine, MDMA, and THC in complex matrices such as kratom drink, oil, and drug
sachets.

Figure 2. Conventional sample pre-treatment for (A) beverage, (B) drug sachet, and (C) oil samples. Sample pre-treatment for
DPIMS analysis is simple and easy as follows: mix with solvent, put into sample plate and slide in into plate holder (D). Figure 4. MRM chromatogram of mix standards (concentration vary from 10 to 100ppb) by scheduled MRM on DPiIMS. Numbers
represent each analysis window: 1) flushing (positive scan), 2) MDMA, 3) Ketamine, 4) MDA, 5) Methamphetamine, 6) Ephedrine, 7)

Nimetazepam, 8) 2C-B, 9) THC, 10) Mitragynine, and 11) flushing (negative scan).
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A fast screening method was established for synthetic, semi-synthetic and plant-based
illicit drugs using LCMS-8050 tandem with DPiMS-8060. In this study, the method

Five MRM transitions were used for
detection of each drug/substance based
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Figure 3. Schematic of scheduled MRM method (total running time 1 min).
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