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groups. This poster describes the salt-gradient method for separating ionic strength gradients for protein charge variant separation. It
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Reagents, samples, and procedure 5 Acidic variants Basic variants RT (min) Area %
Innovator and biosimilar rituximab were purchased from a local pharmacy 10 Acidic variant 10.84, 11.21 3.56
and stored according to the manufacturer’s instructions. All the chemicals - Main peak 11.44 93.21
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_ Figure 2: Charge variant profiles of innovator (A) and biosimilar (B) P
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Mobile phase C NaH,PQO, (41.0 mM) | treated (overnight) and untreated of innovator (A) and biosimilar (B)
_ 20 rituximab using an Agilent Bio Mab, 4.6 x 250 mm, 5 pm, PEEK column
Mobile phase D Na,HPQ, (5.0 mM) *:
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