Clarity"

ADVANCED CHROMATOGRAPHY SOFTWARE

CLARITY 10.1
WHAT'S NEW



WHAT IS NEW IN CLARITY 10.1

Use of ISTD from a different signal
Determination Coefficient (R°) for calibration
Signature handling improvements

Run 1Q directly from the main window

New and updated control modules
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ISTD FROM A DIFFERENT SIGNAL

= New Calibration Option allow using ISTD peaks from other signals.

= This enables flexibility in applications like ICP-MS.

= Result Table and Calibration Summary Table show signal-specific ISTD

usage.
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\6 Result Table (ISTD - Data\2506MULTI - UV) Common for All Signals
A Calibration File (Peak Table)
Reten, Time Amount Amount% Caleulation
esponse T ‘ompound Name

N fmn] R fa &) e < 2508HR 1 S
[N 4,565 3,408 0,028 0,1 Ordor (by ISTD1-RI) ox;

(2 5,200 254,099 1,691 8,2 Ordor (by ISTD1-RI)

3 5,415 560,722 2,518 12,3 Ordnr (by ISTD1-RI) tartaric Set... None View
R 6,300 217,101 4,392 21,4 Ordnr (byISTD2)  malic = —
Al 8,160 169,055 4,272 20,8 Ordor (byISTD2) succinic Report in Result Table Unidentified peaks
9 8,550 187,999 7,643 37,2 Ordor (byISTD2)  lactic O All Peaks Response Base: () Area
A1 10,345 153,018 ISTD 1STD ISTD2 acetic O Al ldentified Peaks OHeht
ol 12,710 methanol s ) el
Total 20,54 100,0 Peaks in Calbration

0 ([Hide ISTD Peaks Response Factor o
A Scale Sample Amount [g/] ISTD1 Amount (/]
M [JJuse Scale Factor 0 5
e

L= Scale Factor 1 Inj. Volume [ut] Dilution

A Units ul 0 1

" © User Variables

i

K Results All Signals Results Integ! t Conditi SST Results -
“¥ For help press F1. Overlay
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Calibration Options (Calib\250X8HR1)

Calibration Options  pDefaults

Calibration Description:

{EX H form, 9 mM H2504, 0,5 mi/min

Number of Signals 2
Calibration Mode
© Automatic O calibrate
O Manual O Recalibrate
Apply on Recalibration
© On Al Signals OReplace
(O On Active Signal (O Average

Compound Units No. of Points
afl 10

[CJRecalibration Search Criteria

B Enable Manual Response Value Change
8 Update Retention Time

(C) Default Injected Volume

0

Display Mode

Curve Check

(C) Deviation
0

() correlation
0

%

[t]

@ Retention Indexes use Log. Interpolation with Unretained Peak

[_JResponse Factor as Response / Amount
8 Alow ISTD from different signal |

Lo )

Cancel
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DETERMINATION COEFFICIENT (R?)

L# Instrument 4 - Calibration Calib\PAH_EPA <-- ESTD

= New coefficient describes how well the Fie Eat Duply Cabraion View wWndow Hew DVEL A (B
|'b ] f"t E= @fE‘- ) = 1 7 Manual ~ Recalibration ~ on All Signals = & |
calibration curve fits. = S
0 5 o 1 1241,2835 | 50,0000  0,0403 y1]i=] [mv.s]
= Complements correlation coefficientfor |z zssss mou =
. . 4 10684,3955 400,0000 1/1 | e
clearer data interpretation. s ooz s e
. . Identification 20000
= Helpful for validation and method peskTine e .
Retention Time 20,342 min
development. — rm c
Left Window 0,3 min
2 Right Window 0,3 [imin
R2 . 1 xz _yz Peak Selection Nearest v 15000
Z (:L-'i —X ) 2 mggg Area v
Is ISTD None 3 2
Use ISTD v 3
» Xi-The actual (measured) response at level i. Curve FitType tiear ~I| |JE
Origin Ignore Origin v 10000+
= yi-The calculated (predicted) response at level i. Weightng Method None ¥
Linearization X None v
= X -The mean of all actual responses (including the Uinearzaton ¥ one z
. . o o o Correction Factor 1
zero point if Compute with Origin or Curve passes s =
through Origin is selected). N so00-
Correlation Coefficent {r): 0,9999
I Determination Coefficent (R2):  0,9998 l
Residuum: 101,60558 [mV.s]
Equation: Y = 26,36188%X + 46,18978
i 200 400 600 300
Amount [ng/mL]
Compounds NAP ANA FLU PHE ANT FLT PYR EAA CHR EBF BKF BAP DBA BPE IPY -
{ For help press F1.
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CALIBRATION WARNINGS AND BLANK
HANEMN&essages in Calibration Summary and Result Table.

= |f all warning messages don't fit above the table, they can be viewed in a tooltip.

Result Table {(Uncal - Data\2506MULTI - UV)
1! No valid level in ISTD3 compound !!!
111 Calibration curve could not be constructed for multiple compounds !!!...
Reten. Time b !"! No valid level in ISTD3 compound !!! 2ind Name
min] !!! Calibration curve could not be constructed for multiple compounds !!!
1 4,565 ISTD3 (Compound glycerel) is not enabled in the Calibration !!!
2 5,200 254095 Error itrie
3 5,415 560,722 Error tartaric
4 6,300 217,101 Ordnr (by ISTD2) malic
| Instrument 1 - Calibration Calib\250X8HR1 <-- ISTD (MODIFIED) 8 8,160 169,055 Ordnr (by 1STD2) sucdinic
3 > : ey 5 : v 9 8,550 187,999 Error lactic
File Edit Display Calibration View Window Help A AMRED@ 1 10,345 153,018 15TD2 acetic
EEA 0 k. AR B RSRSR 1 S automatic  ~ Recalibration  + onAlSi( C1 - 1;'-710 methanol
Calibration Summary Table (ISTD - Calib\250X8HR 1 - Signal 1) 2
Mismatched Amounts of used ISTD Peaks in Calibration, fill all or none.
Compound lactic is enabled on signal 1 and uses ISTD 3 which is disabled there.
i Respo| Manual
Used Compound Name R.T.::' WL::ow m Peak Type Named Groups Is ISTD Use ISTD Peak Color,  LOD LOQ nsé)o Resp. ReporeliAmoint Le;:'g; e e
1 oxalic 4,561 0,100 min | 0,100 min |Ordnr None glucose - Signal 2 0,000 0,000 A 0,0000 3,6130 0,101 0,0280
2 ditric 5,203 0,100 min | 0,100 min Ordnr None glucose - Signal 2 0,000 0,000 A 0,0000 36,2510 0,210| 10,0058
3 tartaric 5,423 0,100 min | 0,100 min |Ordnr None glucose - Signal 2 0,000 0,000 A 0,0000 98,5410 0,441 0,0045
4 | [ glucose 6,053 0,100 min 0,100 min Ordnr ISTD1 = 0,000 0,000 A 0,0000 0,0000 5,000 0,0000
5 malic 6,303 0,100 min 0,100 min |Ordnr None acetic 0,000 0,000 A 0,0000 217,4548 1,003 0,0046
6 | [] |fructose 6,577 | 0,100 min | 0,100 min |Ordnr None glucose - Signal 2 0,000 0,000 A 0,0000  0,0000 0,600 10,0000
7 sucanic 8,177 0,100 min | 0,100 min |Ordnr None acetic 0,000 0,000 A 0,0000 31,5600 0,239 0,0076
8 lactic 8,550 0,100 min 0,100 min |Ordnr None glycerol 0,000 0,000 A 0,0000 51,3650 0,600 0,0117
9 D glycerol 8,900 0,100 min | 0,060 min Ordnr 1STD3 - 0,000 0,000 A 0,0000  0,0000 0,000| 0,0000
10 acetic 10,337 0,100 min | 0,100 min |Ordnr ISTD2 - 0,000 0,000 A 0,0000 24,9850 0,202 0,0081
11 methanol 12,710 0,100 min | 0,100 min Ordnr None acetic 0,000 0,000 A 0,0000 0,0000 0,104 0,0000
12 | [ |ethanol 14,833 0,100 min | 0,100 min Ordnr None acetic 0,000 0,000 A 0,0000  0,0000 10,847 0,0000
(!
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CALIBRATION WARNINGS AND BLANK
HAN Bclr.eleGompute with Origin" or

"Curve passes through Origin" options.

nstrument 4 - Calibration Calib\PAH_EPA <-- ES

ODIFIED)

~ Recalibration

File Edit Display Calibration View Window Hep [AEL AL MY
HEHE @E‘-kﬁiﬁ") m" + Manual
Calibration Summary Table (ESTD - Calib\PAH_EPA - Signal 1)
Blank for compound FLU will not be applied since "Ignore Origin” is not selected.
Reten. Lef Right
Tme | Window = Window PeakType ISISTD LOD LOQ  nse  Resp.
14,955 0,300 min | 0,200min Ordnr  None 0,000 0,000 A 0,0000
19,778 | 0,300 min | 0,300 min Ordnr None 0,000 0,000 A 0,0000
20,342 0,300 min | 0,300 min Ordnr None 0,000 0,000 A 0,0000
22,230 0,300 min | 0,300 min Ordnr None 0,000 0,000 A 0,0000
24,012 0,350 min | 0,350 min Ordnr None 0,000 0,000 A 0,0000
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Response
1667,879
433,4798
1241,283
589,1113
2260,720

- R
Level 1
Amount Resp. Fact
50,000 0,0300
50,000 0,1153
50,000 0,0403
50,000  0,0843
50,000 0,0221

ESTD (MODIFIED)

| instrument 4 - Calibration Calib\PAH_EPA <

File Edit Display Calibration View Window Help B MM
n = H @ @ N E = 1 T Manual * Recalibration ~ R 'n .:!.; ’3 | |
Response Amount FLU - 20,342 min, Signal 1
mvsl Do/ Recho. ! == e
L 1241,2836 50,0000 [mv.s)
2 2636,9485100,0000
3 5463,0156 200,0000 /
4 10684,3955 400,0000 /
5 21066,2227 800,0000 J
3 0,0000  0,0000 / 0
=\ ; 0,0000 0,0000 0,0000 0/0 | ]
8 0,0000 0,0000 0,0000 00 .| [] 20000+
9 0,0000  0,0000  0,0000 oo —| O
10 0,0000  0,0000 [ / a
11 0,0000  0,0000 O
Rec 12 0,0000  0,0000 m|
13 0,0000  0,0000 a
14 0,0000  0,0000 a
15 0,0000  0,0000 a
16 0,0000  0,0000 O
17 0,0000  0,0000 O 5000
18 0,0000  0,0000 a L
19 0,0000  0,0000 [m]
20 00000 00000 Ll
BL 500,0000 Blank | 0,0000 ]
o
Identification §
Peak Type Ordnr o g
Retention Time 20,342 min
10000-{
Search Window Abs v
Left Window 0,3 min
Right Window b3 min
Peak Selection Nearest v
Quantification
Response Base Area v 5000
IsISTD None v
Use ISTD v
Curve Fit Type Linear v
| orign Compute with Origin |
Weighting Method None ~
Linearization X None ™ 0 b
T T T T
Linearization Y None v 2 Rt o0 .
" Amount [ng/mt]
Compounds NAP  ANA | FLU | PHE ANT FT PR BAA CHR BBF BKF BAP DBA  BPE  IPY =
For help press F1.
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SIGNATURE IMPROVEMENTS

= Chromatograms with linked calibration always open as "Not Signed".

= After signing, default open mode is "Stored Calibration".

= Historical versions reflect correct signature states.

Verify Signatures D

X

=] #/ Current State - #17; 24.04.2025 12:57:52, Chromatogram is not opened in the latest version.
i -mf Tommy Santo - review
(=4 History of signatures
c-uf #17; 24.04.2025 12:57:52
g/ Tommy Santo - review
o-#/ #16; 24.04.2025 12:55:15
./ Charles Smith - responsibility
a4 Charles Smith - authorship

-

Cose
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Open Chromatogram - D:\Clarity101\DataFiles\DEMO2\Data X
| LookIn: =7 Data AR o |l ¢ |
Name a Size Type Created Last Change
&Samplej prm 2276 kB Chromatography Prim... 23.04.2025 3:15 23.04.2025 3:15
MSample.Z.prm 2194kB Chromatography Prim... 23.04.2025 3:15 23.04.2025 3:15
MWine_Sample.prm 2358kB Chromatography Prim... 23.04.2025 3:15 24.04.2025 13:01
File Name Wine_Sample.prm Sank: ( Open |+
@Al signals
File Type Chromatogram files (*.prm) ~ | @V detector Cancel
: BRI detector
Version [#18; 24.04.2025 12:58:31, 1a: Wave rev. 4Recent (Stored |
#18; 24.04.2025 12:58:31, IA: Wave rev. 4 Recent (Linked Calibration
Details for: 0 A: Wave e ored Calibratio
#17; 24.04.2025 12:57:52, IA: Wave rev. 4 (Stored Calibration)
Created By: #16; 24.04.2025 12:55:15, [A: Wave rev. 4 (Stored Calibration) o7
Modified By: #15; 06.03.2025 IA: Wave rev. 4 (Stored Calibration) 25
#14; 30.07.2024 16:18: IA: Wave rev. 3 (Stored Calibration)
Sample ID: #13; 30.01.2024 16:15:57, IA: Wave rev. 2 (Stored Calibration)
Sample: #12; 21.04.2023 9:35:04, IA: Wave rev. 1 (Stored Calibration)
#11; 08.09.2022 14:12:30, IA:Legacy (8.0 rev. 3) (Stored Calibration)
Signature: #10; :28:14, IA:Legacy (8.0 rev. 2) (Stored Calibration)
GLP Mode: #9; : Legacy (8.0 rev. 2) (Stored Calibration)
8; : Legacy (8.0 rev. 1) (Stored Calibration)
#7; : Legacy (8.0 rev. 0) (Stored Calibration)
=6; 4, IA:Legacy (7.0 rev. 1) (Stored Calibration)
#5; 07.04.2016 14:49:45, IA: Legacy (7.0) (Stored Calibration)
#4; 13.02.2015 17:54:04, IA: Legacy (6.0) (Stored Calibration)
#3; 04.02.2011 11:06:15, IA:Legacy (3.0 or older) (Stored Calibration)
#2; 04.02.2011 10:59:54, IA: Legacy (3.0 or older)
#1; 04.02.2011 1.0:55:06! IA: Legacy (3.0 wg} SN
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IQ FROM MAIN WINDOW

= |Q can now be launched directly from Help menu in
Clarity main window.

= Simplifies qualification and ensures proper setup after
first run.

= |Q link removed from installer to improve reliability.
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NEW AND UPDATED CONTROL MODULES

= New Axcend FocusArray and updated Axcend Focus LC
= New Ecom ECLM2000, FRC ECVA2000 and LED20

= New Testa Analytical Flowmeter

» Updated Agilent ICF

= Updated Sykam 51130, 54120, S5300 and S6510

» Updated Young In Chromass ChroZen Pump and GC

... and more

For a complete list of changes, see What'’s New in the Help - About... menu of the Clarity main window.
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Clarity"

ADVANCED CHROMATOGRAPHY SOFTWARE

... THANK YOU FOR YOUR INTEREST IN CLARIT



