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@ WHAT'S NEW - OVERVIEW

Il \What is new in Clarity 8.7?

Compatibility with Windows 11

Improvements in Open Dialog

MS extension improvements

Export to new *.xlsx format

Footer option in the Report Setup

Duplicate existing user settings option in User Accounts
A lot of other small improvements and fixed bugs

New and updated control modules
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@ WHAT'S NEW - WINDOWS 11

A\ Clarity - Preliminary version 8.7.0.75 2 ° . -
T p— = Clarity is now compatible

Instrument Method A ysis Evaluation Setting Window Help A
Instrument 1

¥ 4 5 © B E with Windows 11.

Method Setup  Single Analysis  Sequence Device Monitor Data Acquisiti... Chromatogram Calibration

© Ready

2 Administrator

Method Setup Demo1 - #2; 2/10/2022 3:33:26 AM

B H W | B B

New Open.. Save Saveas.. Report setup...  Audit trail...

Common for all detectors

Method Description
CKW 21.06.04

Optima 624 & Administrator

Stickstoff

90 ml/min

1,2bar

ECD

45 °C - 5min, 8 °C/min, 125 °C - 0 min, 30 °C/min, 230 °C - 5 min

HOoLEO-CED n e g o
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Y
F2 WHAT‘S NEW - OPEN DIALOG

Significantly improved for browsing

through larger sets of files

When selecting multiple
chromatograms, Open in Overlay is

the default opening option.

Using the arrow it is possible to use

alternative opening options.

Open Chromatogram - C\Clarity_8.7\DataFiles\DEMO24Data

| Look In: | Data V|"‘| | R Rt D |
Mame & Size Type Created Last Change
D 1118_20.2.2009 14_04_05_01801-18.P... 742 kB PRM File 17/09/2021 15:10 20/02/2009 15:04
D1 119_20.2.2009 15_04_06_01301-14.P... 741kB PRM File 17/09/2021 13:10 20/02/2000 16:04
D 111_19.2.2009 21_03_47_00101-01.PR... 741kB PREM File 177092021 13:10 19/02/2000 22:03
D 112020.2.2009 16_04_07_02001-20.P... 741kB PREM File 17/09/2021 15:10 20/02/2009 17:04
D 1121_20.2.2009 17_04_08_02101-21.P... 741 kB PRM File 17/09/2021 13:10 20/02/2000 18:04
D 1122_20.2.2009 18_04_09_02201-22.P... 741 kB PRM File 17/09/2021 13:10 20/02/2000 19:04
D 1123_20.2.2009 19 04_11_02301-23.P... 742 kB PRM File 17/09/2021 15:10 20/02/2009 20:04
D 1124 20.2.2009 20_04_11_02401-24.P... 741 kB PRM File 17/09/2021 15:10 20/02/2009 21:04
D 1125_20.2.2009 21_04_13_02501-25.P... 742 kB PRM File 17/09/2021 13:10 20/02/2000 22:04
D 1126_20.2.2009 22_04_14_02601-26.P... 743 kB PREM File 17/09/2021 15:10 20/02/2009 23:04
D 1127 _20.2.2009 23_04_15_02701-27.P... 741kB PREM File 17/09/2021 15:10 21/02/2009 00:04
D 1128 21.2.2009 0_04_16_02801-28.PR... 742 kB PRM File 17/09/2021 13:10 21/02/2000 01:04
D 1129 21.2.2009 1_04_17_02901-29.PR... 745 kB PREM File 17/09/2021 13:10 21/02/2000 02:04
(l—t\ 4 m an A AnAn AA AA an AnAnd Aa Rn —amin mee e 4= rnn i A an .
File Name | Wine_Sample.prm | Signals:

[]Al signals
File Type |Chromatogram files (*.prm) ~ | [Auv detector
) [~RI detector

Version 48 04.02.2020 16:34:33, IA: 8.0 Rev.1Recent (Linked Cali |
Details for: Wine_Sample. prm
Created By: Administrator Created: 05.10.2007
Modified By: Administrator Modified: 14.12.2021
Sample ID: Wine Description: Wine
Sample: Sample Time: 7,50 min
Signature: Mot signed Has PDA Data: No
GLP Mode: Off Has MS Data: No

VDU
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[
3 WHAT'S NEW > MS EXTENSION

.ﬂn. Instrument 1 - Chromatogram "Data\MS_extension - Quant. Signal: my/z 91.0" - #9; 07/0 22 11:40:40

File Edit Display Chromatogram Method Results SST MS View Window Help [AFL L% m

Quantification signal is constructed for

H OOF ARE Boe@Q Q (@0 ¢+HEE J«ar v B ABABOE U NN 2w
P
%A = — Data'\M5_gxtension - Tic o o .
noo] — botati daenson -l Sonat miz 510 every m/z used for quantification.
.E 500000 [ G
A 2 so0000 = &
(3 - As one of the results Local Integration
V3 200000 A wn E
100000 2 ° o
n oo LN N B parameters are specific for each
20.3 20.4 20.5 20,6 0.7 20.8 -
| 9| Time min
N LJ o [ ] [ ] L]
N - — quantification signal (instead of each
A F ]
NE ]
0z ' L. compound) to improve the consistency
A 0 S e 7 & 9 100 10 130 130 140 15 150 170 180 180 200 240 220 23 290 250 260 z[;"o”
mfz m/z]
InhegraﬁonT;b;;—ui;T:;tL;iis;r?uant. Signals A Of the data .
Quant. Signal: |mfzo1.0-c ~
S
B[ ommm | men [ mes [
R| et o0
0 Global Filter - Bunching 1
‘:}: Peak - End 20,817 0.043
A Results Summary Performance Integration M5 Integration M5 Method Measurement Conditions SST Results :
_1¥ For help press F1. Overlay
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3 \WHAT'S NEW = MS EXTENSION

Method Setup MS-extenszion - #1; 10/03/2022 150741

B = A '

Mew Open... Save Save as...

3

Report setup...  Audit trail...

&
Send method by
e-mail...

=

Help

Common for all detectors

Commeon for All Peaks

Result Table Signal: Centroid m/z Range:

| PeakPurity Options... | |

Smoothing...

Conformity of Whole Spectrum

Compound

OO s o L R e
oo hmoon oo

Library Compound

Library
MAIMLIE

Max. Conformity Error:

| EICBandwidth [n/d: [0 |
E

MS Calibration

l:l | Create M5 Calibration

Matching Tolerance: III

uantify On
= Quantify

576 EIC1
0EC1
QEC1
QEC1
0EC1
QEC1
QEC1
0EC1

Subtract MS Spectra
Chromatogram:  -—
M35 Method
EIC 1 - ELC 2 -

33.0
96.0
77.0

Update MS Calibration

Maone

EIC 3- EIC 4 -

L ]

6.083
7.032
7.048

Spectrum

(®) Stick Spectrum
O Raw Spectrum

Peak Detection. ..

Peak Detection

Reference m/z 1 Reference m/z 2 Reference mfz 3 Reference m/z 4 Ret, Time | Left Wnd | Right Wing— 2
62.0 2177 0.300 o.

0.300
0,300
0.300
0.300
0,300
0.300
0.300

0.300 T=are
0,300 First
0.300 Last
0.300 Biggest
0.300 |Nearest
0.300 |Nearest
0.300 |Nearest

Event Table Measurement Integration MS Integration  MS Method | Calculation  Advanced

A o || cancel

:’ Send Method

Compounds that have the
same retention time but are
quantified on different m/z

are calculated independently.

Peak selection in MS method
and calibration now supports

Best Match option.
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#4f WHAT'S NEW - EXPORT DATA

Export Data > .
All Signals Result Table now
Export Content Chromatogram Text Format
Result Table (C) Fixed Width
" g:ﬁjﬁd . @ Delimited by: can be exported.
<TAB> w
X Axiz .
summary Table Time Step: Decimal Separator: C I d rlty NOW exportS tO EXCE|
[ ] Column )
[ Moments ] min <\Window's Locale » L i * I f
[] Eal::ulaﬁnn Parameters i Export to In ~.XsIX torm at ‘
= Character Encoding:
[ ] chromatogram Clipboard
Chromatogram Header AMST w | []TextFile
NGA Amounts [ ]Excel
MGA Summary [ ] dBase File
DHA Results (Result table only)
DHA Group Results
Append
Table Headers (Text and dBase Files only)
[ ]Full Format
File Mame:
(04 Cancel Help
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3 WHAT‘S NEW > PRINT > FOOTER

Report Setup OO _Linearity

Page Setup

@ Lab. Header
€ Report Header
0 Method

& Calibration

€3 Chromatogram
D Results

[ ] Sequence

€ 55T

Print

Mumber

[] on Last Fage only

[Jeorder

Image on the Left:

O

Options...

D Aydit & Signgtures
o Image on the Right:

O

Options...

= oK

Cancel

Help

Printer...
Preview...

Print...

Print To PDE...

Send PDF

11/03/2022 05:41  Chromstogram Ci\Clarty._& T'DstaFissiOQ\CalibiO0_Valdston_VD_STD0S_07_03_20ZE2_44_28.prm Pagelof 11
Clarity - Operational Qualification
Calibration linearity test
A © Dat; 2022, www. com
Pesk1-Siansl1-043Tmn

Rezponse Amount %ﬁ%r Rec No.| Used

PeakType : Ominr 1 SD0DT.5T06  100.0000 000200 14i [

Search Window . Abs H 4338352 100000 ooozoi 1ai [

LeftWindow - 0.200min 2 499.4035 100000 000200 14 [{

Right Window . 0.200min 4 433108 oqo000i  ooozoi i [H

PeskSekcton . Mesrest H 45771 ootonl  ooozel  inl H

Response Base . Ama & 0.0000  00000i 000008 14 [¥]

5 ISTD : Mene 7 00000 o000l oomool 1l H

Use ISTD - MNone 2 0.0000  00DDB 00000 1A [M]

Curve Fit Type . Linsar & 00000 000000 000000 14 [

Orgin - lanor= Orgin 10 0.0000  00DDB  0.00D0: 1A [M]

WeghtngMsthod  © 1/Response 11 00000  00000) 00000 14} [®

Linesrisstion . Mone 12 0.0000 00000i  0.0000 i 1

Linesrisation : Mene 12 00000 o000l oomool  1nl H

Core ction Factor . 1.0000 14 0.0000 00000i  0.0000 i 1

Caloulste By . 15 00000 o000l oomool  1nl [

Cormkfon Facor  : 1 16 00000 o000l oomoot i H

Residuum . 0.00143m 5] 17 00000 00000 oomool  1al [

Equaton © Y= 500.05853%- D.03584 18 00000 o000l oomoot  1ni H

13 00000  00000; 000008 14} [¥]

20 00000 o0o0DOi 00000 1ni (X

BL 0.0000 Benki 000008 00 []
[mV.s]
SO0D0—
4D0D0—

&
Em-
&
20000
10000
o T T T T
[ 20 40 &0 20 100
Amount [unit]

Expected values for Subst. Equation:

Slope
Of et
Comeltion

500 -2
o0 +-05
>0,999599

e e o

Y = Slope *X + Offset

Footer option has been

added to the Report Setup

Footer is now used as a
place for test result
confirmation and
signature in our OQ

reports
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3 \WHAT‘S NEW = PRINT = SINGLE ANALYSIS

Single Analysis

Open Chromatogram Window
[Jopen calibration Window

[ erint Results
[ rint Results To POF

|:| Export Data
[] open chromatogram with stored Calbration
Indude Chromatogram in 55T

|:| Export Chromatogram in AIA Format
|:| Export Chromatogram in TXT Format
[[] Export Chromatogram in EZChrom Ascii Format
[] Export Chromatogram in Multidetector Format

Program to Run (] only with Export

[

Parameters

]

Analysis | Post Run Settings | User Variables

Control
m Sgnd method i [ 3 Run | Stop (%] Abort

Chromatogram File Mame (Data\Instrument 2 - 20_01_2022 11_32_49)

i'i Snapshot

| % - %R | II' I:l
[JEnable File Overwrite Counter 1 Data Recovery... |
[ o | | Cancel Help

Setting of the Report Style is moved
from the Analysis tab to the Post

Run Settings tab

Thanks to that all print settings in
the Single Analysis window are now

accessible in one place
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T \WHAT‘S NEW > USER ACCOUNTS

Uzer Accounts

a Take Control of Locked Instrument

Cancel

Help

User List Password Restrictions - Comman for Al
Peter [IMin. Length 1 > | [chars.]
Mew [ LifeTime | > | [dayg]
[]Expiration Warning 5 2| [days]
[]Password Reuse | = | [days]
Delete - )
& []auto Lock 10 = [min]
Lser Details for: Peter
Lzer Usger Info
ser Mame | Peter Password: Submitted
Desktop File | Peter Password Changed: 11, March 2022
Description | Last Login:
Change Password...
Other Users Can Access To e
(® Read & Write Instrument 1 Instrument 3 o
D Read Instrument 2 Instrument 4 - -
i) Mo Access Mo certificates assigned to the selected user
ser Access Rights
Open User Accounts Edit Sequence
@ || Open Configuration b] Edit Report Style Select Certificate. .. Clear Certificate
Edit Method Select Method
Edit Chromatogram Open Audit Trail Settings Certificate For Exporting To PDF
[ Edit calibration Archive [ Restore
Projects Post Run Settings
|:| Impaort Chromatogram Start Acquisition

In the User Accounts is a
new option to duplicate

existing user settings.
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@ WHAT'S NEW - OTHER IMPROVEMENTS AND FIXED BUGS

A Clarity ..8.7

SST extension now supports SST method versions.
Improved memory handling of method versions history during chromatogram creation.

In calibration, when adding peaks from a multi-signal chromatogram with the option On

Active Signal, the default names of compounds or groups are improved.

And many other small improvements have been made and many bugs fixed.
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24 \WHAT‘S NEW = CONTROL MODULES

Il New control modules

Analytik Jena PQ LC HPLC Pump 1125, 1130, 1132
Gow Mac 836 GC
Sunchrom SpectraFlow 2050

Sunchrom SunTherm 2070

Watrex StreamlLine FC

.. and many control modules have been updated and improved, for more see

https://www.dataapex.com/version history
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https://www.dataapex.com/version_history

SMART SOLUTION FOR LABORATORIES

... THANK YOU FOR YOUR TIME

e
SUPPORT@DATAAPEX.COM
WWW.DATAAPEX.COM
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