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Glucagon-like-peptide-1 receptor agonist (GLP-1 RA) Orthogonal screening for impurity detection Orthogonal mass data provides insights on APl degradants Leveraging MS sensitivity to detect degradants
» Metabolic regulator for type 2 diabetes and weight management
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* Cone voltage: 15V compared to the four expected fragments. This close agreement with the observed intact mass difference, 97.1 Da, putatively exenatide contain four fragments, while fragment 2 in the control sample was replaced by a new
* Probe temp.: 600 °C suggests the observed impurity is related to a proline insertion in fragment T4. This insertion was confirmed by sequence analysis peak (B). Mass of the new peak matches fragment 2 at an oxidized state, indicating that the main ACQUITY, QDa, Empower, Arc, XSelect, CSH, RapiZyme, Xevo, UNIFI, and waters._connect are
enabled by Waters Xevo™ QTof G3 Mass Spectrometer configured with UNIFI™ Application through waters_connect™ oxidation species is likely related to methionine. trademarks of Waters Technologies Corporation.
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